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U.S. S.N. 09/709,905 
Ramnarayan et al. 

Supplemental Information Disclosure Statement 



The documents listed on the Forms PTO-1449 and supplied herewith are in 
the English language. Hence, in accordance with the requirements of 37 C.F.R. 
§1 .98, as amended effective March 16, 1992, no further explanation of the listed 
items is necessary. 

Applicant also makes known to the Examiner the following U.S. and 
International applications which are commonly owned and/or have one or more 
inventors in common. 

U.S.S.NJApp, No.) Filing Date Pocket No. 

1 0/27 1,181 10/1 0/02 1 906D 

1 0/084,794 02/25/02 1 901 0 

10/138,068 05/01/02 1912 

10/394,328 03/19/03 1918 

International App. No. Filing Pate Pocket No. 

PCT/US02/1 41 38 05/01/01 191 2PC 

PCT/IS03/08959 03/1 9/03 1 91 8 PC 

Although these documents are made known to the Patent and Trademark 
Office in compliance with Applicant's duty of disclosure, such disclosure is not to 
be construed as an admission by Applicant or Applicant's representative that any 
of the references, singly or in any combination thereof, is effective as prior art 
against the subject application. In accordance with 37 C.F.R. §1 .97(h), the filing 
of this Supplemental Information Disclosure Statement shall not be construed to 
mean that a search has been made or that no other material information as defined 
in 37 C.F.R. § 1.56(b) exists. 
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U.S.S.N. 09/709,905 
Ramnarayan et al. 

Supplemental Information Disclosure Statement 

Applicant respectfully requests that the Examiner review the foregoing 
references and information and that they be made of record in the file history of the 
above-captioned application. 



Attorney Docket No. 24737-1 906C 
Address all correspondence to: 

Heller Ehrman White & McAuliffe LLP 

Stephanie Seidman 

4350 La Jolla Village Drive, 7th Floor 

San Diego, California 92122-1246 

Telephone: (858) 450-8400 

Facsimile: (858) 587-5360 

EMAIL sseidman@HEWM.com 



Respectfully submitted, 

Heller Ehrman White & McAuliffe LLP 
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